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Metagenomics

Culturedependent vs. Culture Independent

DGGE (Denaturing Gradient Gel Electrophoresis) of 16S from the surfaces of appletrees
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AppliedMetagenomeTRAKR
Quasi-metagenomics

MethodsDevelopment



Enrichment Methods: what co-enriches?

target organism:Salmonella



firmicutes

Bacillus fusiformis and Bacillussphaericus



Listeria monocytogenesin Ice cream ς48 hours of enrichment



Genome changes

178H



Days to source identification



Ice Cream 2015 Outbreak ςListeriamonocytogenes

FDA
Method as described in  
FDA Bacteriological  
Analytical Manual (BAM)

ISO
Method as described in  
InternationalOrganization  
of Standardization(ISO)

USDA
Method asdescribedin
USDAMicrobiolological
Guidebook(MLG)
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SUMMARY: MPBW 24 hour enrichments from Group1papayas



Enriching papayas for Salmonella using theBAM
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